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Preparation and Verification of Polyclonal Antibody

of Bombyx mori nucleopolyhedrovirus 1E1
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Abstract: Bombyx mori nucleopolyhedrovirus (BmNPV). iel gene is essential for viral DNA replication,
and the IE1 protein encoded by it can transcriptionally transactivate the expression of the early genes of
baculovirus. In order to further study the specific function of IE1 protein in the process of BmNPV infec-
tion, we amplified the BmNPV iel gene fragment by PCR and subcloned it into the prokaryotic expression
vector pET32, thus obtaining the recombinant plasmid pET32-1E1. After pET32-1E1 nucleotide was cor-
rectly sequenced, it was transformed into E. coli strain BLL21 (DE3). After the prokaryotic expression of
fusion protein with IPTG induction, the antigen was preliminarily purified and was then used to immunize
New Zealand white rabbits to prepare the polyclonal antibody. Western-blot analysis of the immune rabbit
serum showed that the polyclonal antibody specifically identified the expression of IE0O and IE1 protein. Im-
munofluorescence results also showed that the IE1 protein was located at the viral replication center of the
infected cell. The successful preparation of the IE1 antibody has laid a foundation for the further study of
the mechanism of IE1 gene during viral infection of the host.

Key words: Bombyx mori; Bombyx mori nucleopolyhedrovirus; 1E1l; prokaryotic expression; polyclonal

antibody
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