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ORI E 3 UK, BUE I E.
1.3 EEZE DNA 2E

FERR R BEYLERL 3~5 BRI F IR & FE 1 g, #4218 Doyle 252 i) CTAB F 2L R4 DNA, H TE
Wil T —20 °CUKAARAE % .
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ARWFFEH M) SSR 51 ¥R F A4 . O BrassicaDBChttp: //www. ukcrop. net) 45 % T #; @ Pique-
mal 25122 F 2005 AEANTF A RWFH]; @ H A A M BF 58 fF Satoru Matsumoto ZLZ IR AL F 515 @ Jin
2K NAFF ATk £ 073, JRT BrassicaDB Ml Piquemal 28 3CHk ¥ X 75 B B4 Y TREAREAGRA
AlA . HAREE SEAS B 5 BT A& K NAFF #2450 2 810k g s R AE A |l A Rl SRAIAR SE R = 1L 5
{1 PCR 4" $# J2 W& & (10 1) » DNA il 20 ng, 10 X PCR buffer (& 15 mM Mg® ) 1.2 pL, 0.2 pL
10 mmol/L dNTP, 0.5 U Taq DNA R&H#. 514 0.5 pmol/L. il ddH,O E &AL 10 pL. PCR J b &
ol 94 °C FilZ8 Pk 5 min; 35 DMEFF (94 CAEPE 45 s, 55 ‘CiB K 45 s, 72 “CHEH 1 min), 72 “CFEfH 10 min,
16 CORAE. P48 I 0L 7™ 4 368 3= 20 TR0 0 Tk i e A ) 4R 4% L4 - HELAH.
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Ay AILL 0,1 F1 9 X SSR 444 7= W bk A7 Ge b g 5r B s E A RRAE A 1, AR R 0, Bl 9, KRG
Z: M8 Senior 251 J7 B AR A SSR FRiIC L A1 2 A {E B & (Polymorphic Information Content, fd]
Pk PIC), H)

PIC=1— >,

Horp £ FoR AR PRIR s 28 Smith %00 g5 i B ARC R 51 R B (Marker index, fRiiFk MI). B3k
G3 AT F AR AL A P 1975 CUPGMA) #E47 . T Ui 3 B R FH#RF SPSS 13.0 Fll Excel 2003 58 .
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E N RHY ¥ WAE UES A8 5 2 A T B 3573 t 18 FA{f

B &E/ (umolegt)  C 47.5040.19 26.33~133.86  737.86 0.57 2.08 4. 46 0. 84 1.39
0 56.0640.39 17.14~163.34 1051.14 0.58 0.98  —0.1

i/ % C 40.52 £0.26 36.81~44. 36 5.54 0. 06 —0. 23 —1.04 0. 24 1. 11
0 38.39 +0.34  25.84~49.98 14. 85 0.1 —0.53 1.12

T/ % C 2.28 £0.06  0.00~34. 34 56. 85 3.31 4. 44 19.79 0.15 1.32
0 2.62 £0.08  0.00~43.95 64. 67 3.07 4 15.12

EAGEGE/Y% C 26.47 £0.12  22.82~30. 21 3.05 0.07 —0.09 0. 09 0.1 1.06
0 27.19 £0.17 21.66~34.25 4.89 0.08 0.06 0.53

MR & &/ % C 58.37 +£1.12  22.6~78.94 135.13 0.18 —2.67 9.46 0.58 1.24
0 64.91 +2.21 12.09~78.94  128.55 0.19 —1.95 5.01

Vi O C 43 3% 28 5006 Al R TR 0 ARG 0 0
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FE 20 3 BEOFFH W B AZO R S RHE] . ARBFGE T A 20 XF SSR 514 ALk I F] 128 AN S HE A 4,
XoF 5 | A DN s 1 46 7 i RT3 S 80 6. 40 A, 3HEE PIC W R34 0.86, frid &5l R MI 55 F
5.54, ML EORFH i T S A% O R A AT SE E st Z AR, 34, BRMS324 A1 CB10364 PIXT 51478
AT 11 ASEA IR AL S, B PIC AR MI {E#E =, 514 BRMS071 fil BRMS240 A%, #k 4 4>,
PIC {HHA MI {E#RAAR(GE 3) . LAY S XL 5 PIC [HM MI A HEA — & WA k.

%3 207 SSREIMWHRME 20 PEFHERAZZOMRNBETS

; S Z2AN il
5194 17/ RS R | i ERE R %)
BRAS051 GGCTACAAAATGTTTGATAAGCTCT / ACCTGAAAGAGAGGCTACACAT A03, C03 7 0.87  6.06
BRAS072 GAATAGCCTCGCAGAAGTAGC / CGACGGCGATAAAACGAA A05 6 0.87 5.21
BRMS-050 CACCGTCGGAGTCTGAAT / GAGCCGTTAAACCNTAGTGTG A03, C09 5 0.86  4.29
BRMS071  GCCATCTACACATTTATCCC / CACTAACCTTCTTGCTACCGT A03 4 0.84 3.35
BRMS240 CCGTGAGAAGTCATTTGG / AATCATTTTTCGATGACAGAA A05 4 0.82  3.26
BRMS309 CATAACACTTTCTAATCTCGCA / TTGTATTCTTGGTTGTATTCTTT A06 7 0.85  5.98
BRMS324 TGTCCTGTTTTCTGTGCTGG / GCCAACGCTAGTTTTGCTTC A03, A09, CO8 11 0.90 9.91
CB10022  CCAAACGCTTTTCTTTCTGC / CCAATGACGCTCCAAGATTT A09 6 0.86 5.18
CB10258  GAAGATTCGAGCTCTTTCGG / CGTTTCAGAATCATATTGTATTTTGCT A01, Co1 5 0.81 4.03
CB10364 AGGACCCGACTTTCCTTGTT / ACCAAACTCGGCGTACAAAT A0S 11 0.92  10.16
EJU5  TCCAAGTAGACCGAATCAAGAGAGT / ATAAATCGAACCTGAAACCATGTCT A06 8 0.90 7.23
ENA21  ACCAAACGACGCAAACAAACAAATA / TGACTTCGGAACGTGCAATAGAGAT A09 6 0.87 5.19
ENA6  TGAGGTTAGACATGGCGCTGCTTGC / TTTGATCATTGTGGTCGCGAGTTCG A07 7 0.88 6.19
ES-b09-1 AAGTCACTACTTCCATTGAGGAACC / GATGATTGGTGGTTTGGGTTT A06 6 0.85 5.13
MR119  AAAACAATACGACTGATTGAACCAT / CAAATCATAGTCGAAACTAGCTAAAA A05 6 0.85  5.09
niab_ssr022 GTAGAGTACTTTGCGAGGCAAGGAT / AGGATTCTTTACTCTCTGCAGCTTT €09 6 0.87 5.21
niab_ssr112 CACCTGTCATGTCTTCTTCTGG / TTGTCTTTGTTTTCTTCTCATTCG Co1 6 0.82  4.94
sN11516  ATCTCATGGTTGGTTCACCG / ATTTCCAAAACACACACGCA A04, Co4 7 0.88 6.14
sR12777  CTCGTCTTCTTCACCTACAAC / CTGACATCTTTCTCACCCAC A09, C09 5 0.81  4.05
$82331B AGCCGTGTAGCACCAGAACT / CGTGTAGTGTGCGCATCTTT Co8 5 0.84 4.20
Bt 128
- 1 6.40  0.86  5.54
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R — A T RAR KT, PRI, 75 H i 003 5 P R 1 MO R PR R T O T A BB — . [ B
T TR BRI S R L1 R P ST B R P S S S BB RO Bl R B IR &
BEPEEAT A0 BT R HRMCHE Shannon-Wiener ZHEPEFSHUR Nei 38 (5 HE BT W B %4555 . B P T LM B
R B0 2 80 (10 5 o R 8 6 5 32 ) T TR A P 1 A0 A FL 8 SR S il 220 T 52 W A% o R 52 [ R ]
G255 0 DNA 53 TbRic AR ELAT R 22 52 181 26 54 10 i 2 B SRR 97 888 4% 1 B 00 45 0 45, Lo SSR bR 1E
KRR L INAE L R B T K 6 S A o R AL AR A U R [ R R (0 R, UL RE S SR TR W U O A
SR, EL SRR S 77 T 3o A S R 20 2750 AR B SE 20 X401 TR [F) 2 A B L 7 4 1 i &
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Genetic Diversity Analysis of Core Collection of
Yellow-Seeded Brassica napus Using SSR Markers

QU Cun-min"*, BU Hai-dong"*, LIU Xjao-lan®, WANG Min'?,
LU Kun'?, LIU Shui-yan"?, YANG Shao-feng'*,
WANG Rui'?, XU Xin-fu'*, CHEN Li"*, LI Jia-na?®

1. School of Agronomy and Biotechnology » Southwest University s Chongqing 400716, China ;
2. Engineering Research Center of South Upland, Agriculture of Ministry of Education, Chongqing 400716, China ;
3. Department of Veterinary Medicine , Southwest University (Rongchang Campus), Chongqing 402460 , China

Abstract: Constructing core collections is a convenient way to study and utilize plant germplasm resources,
which could be used in crop heterosis in hybrid. Assessment of genetic diversity benefits the identification
of optimal parental combinations to produce segregating offspring with maximum genetic variability, and
facilitates the introgression of favorable genes from various germplasm into commercial cultivars. In this
research, core collection could reflect the genetic diversity of entire collection based on the phenotypic
traits in yellow-seeded lines of B. napus. The results showed that 20 SSR primer combinations were em-
ployed to evaluate the genetic diversity of 20 core collection of yellow-seeded lines rapeseed, and a total of
128 alleles were detected in 20 core collection. At each SSR locus, 4 to 11 alleles could be detected, with
average of 6. 40 and polymorphism information content (PIC) 0. 81 to 0. 92. The genetic similarity among
20 core collection was calculated, with varied 0. 17 to 0. 61, using the UPGMA cluster analysis. The grea-
ter genetic diversity of 20 core collection of yellow-seeded lines was fully revealed in this study, which pro-
vided the theoretical foundations for further exploring, hybridization and breeding of the yellow-seeded
rapeseed germplasm in the future.

Key words: Brassica napus L. ; yellow trait; simple sequence repeat (SSR); germplasm; genetic diversity
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