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Isolation, Identification and Phylogenetic Analysis
of Pasteurella multocida from Goose

HAN Guan-shuang', JIAN Yan-juan's SONG Zhen-hui’
LV Peng-sha', LIU Shu-chao's FAN Cai-liang®
CHEN Ying', CHENG Fang-jun'

1. Department of Veterinary Medicine , Southwest University (Rongchang Campus), Rongchang Chongqing 402460 , China ;
2. The Husbandry Bureau of Rongchang County s Rongchang Chongging 402460 , China

Abstract: A bacterium was isolated from the liver of diseased goslings at a goose-breeding farm in Panlong
town. Its morphological and physico-chemical characteristics were studied, and 16S rRNA identification
and a drug screening test were conducted. The isolated bacterium was shown to be a gram-negative cocco-
bacillus, and it grew well in blood agar medium and in Martin agar medium. The 16S rRNA sequences of
the isolate shared 99. 9% homology with Pasteurella multocida strains DQ228979.1, HM746978.1 and
JX975446. 1 in Genbank. The above results indicated that the isolate was a strain of P. multocida. An an-
tibiotic resistance experiment showed that the isolate was sensitive to ceftriaxone, fortum and norfloxacin.

Key words: gosling; Pasteurella multocida ; isolation and identification; phylogenetic analysis
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