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PCR FEEBIRNEA

TEF. R &, RBF

L VOm K2 s Bl d2EBe, EHE 4007155 2. DU T o i sh 458 BUss 32 1 sl PU)I 7798 628000
3. TEERTH H A SRR B A% )=y, T ER 400020

HE . %A AARHE Genbank A #9 #% 1 F 5 & Porcine bocavirus, PBoV #5 4 ¥ 8 47, f£ & NP1 & F K ikt —
MR, LR SR FRAETAY PCR &AM 7k, SFHFHFRAE, SARXE, T448
RIE AT RN, R BT, FTEse) PCRAMNT ¥ ERE. ol Rk, FEAEFRESERE. KA
FmE2BRERLBRE; HAETALME 58 pg/ul; 23 KELAM, SR —%, TLBF; SREZHa5F,
5 Genbank A7 69 %1% F 7% & NP1 4 5] BB 97. 3% A £, THME. AL 569 PCR F k2 2011 £ & R 3o
R 266 DF B A HREFEN, ZRISHGAFHFRERE, EUTETRREFTRE T A4
PBoV & % &4 ¥ oL

x % . mEFRE; NPLAR; PCRA&MF &

hES %S S858.28 AR R A MEHS: 1673 -9868(2015)05 - 0018 - 05

¥ 1R % 5 SR8 T 4 /N 7 B Parvovirus, 4l /N 5 R Parvovirus, 18 K 9 5 J& Bocavirus. 2009
AE, BRMLBLEE A B Blomstrm 250 BE ML £ & E # ¥ (Multiple displacement amplification, MDA) J7
AR WY 2 R4 % 98 45 5 1F (Postweaning Multisystemic Wasting Syndrome, PMWS) %% i1 #k [
2t dr A I T 8% 18K 9% 8 Porcine Bocavirus, PBoV, 1%k B A B £k DNA, HILFE 4 K/N K 5.2 kb
LA PBoV I VP R NSEAZSFEK, HACREWN 4 M EREE KRS FEEET VPEA
AW ER, HAET, X T PBoV i PCR Jr i R AR 1 Xk B, & F 3T VP1/VP2 & it 51 %W
PCR 7k, WILARBEIX 4> PBoV A [A] il 3£ 4 A, NP1 gﬁ@ﬂﬁﬂ%ﬁ%, Fif #iL 2% %% Blomstrom
AL 2009 4F R PMWS (AT Rk EL 45 vh B B K Bk 1879 bp 4 PBoV 3L B BE, % F B0 5 3%
43 NS, VP H K528 i NP1 36K, NP1 LR 4t 218 & EEMR . 5 [H )8 09282 1R 8 . R4l /i
B NTERWGTE . A0/ 28 09 R JRPE S 44 26 ~55 %6, PBoV Jis Mt bk 5 2 J5 &K 3L 19 PBoV v & 4 |
T bk NP1 JEP A PR T 90 % LA b, T PBoV 54 iy PPV B bk 2 A1 A £ 4 KR, 4im]
PBoV ) NP1 % K 7 [6) Fl 18] 45 A A 7. H Al B N PBoV JE 3L 3% B (10 4l B 4E 8 £, PBoV Xt % Wl 2k

O WHHEY. 2013-12-17
HAETH . FEARRFES(31172313); EEFREERA AT H (201310093) 5 F K B &5 %15 H (20111K023).
EHZEA: MRESEA989 5, B, W IC A, i, By G, 328N GG I R A AT
WEEE . & &, #¥, i



2 THRFFRCE A SR http://xbbjb. swu. cn % 37 %

FPEABANEFEN, FE M)z, RE ., EHERN PBoV I U7 ik, AR NP1 JE N B R AR A
7E NP1 e B3t 51 40 & 52 PCR J7 3% Bk AT IX 73 ) J& A [a] Ff 9 0 2 . R AT 08 Uk A 0 29 22 b S 0
PBoV., ] LU A2 B4 4 1 PBoV A& I i) 7 5K .

1 #EMAE*
1.1 XEBHEHK

O BE AT PRBE R L R A /N BE X BB AR L R T 5 PR ZR S AR T B R L A IR P R 2 B R
BE MR R K A B AS 50KG 8E JR) R A B L.
1.2 MmiERE

N PT343 200 3% % 4 B MBS Y MLV REAS 266 1), 850 J5 20 B 1Y 105 5 T — 20 CURIE & 16
1.3 FERKHA

DNA 2 7] & . rTaq DNA R4, DNA J Bl oalR & . B2 840 TM109, pMDI19-T 4k
R &G F AW TR CRE) 2w s UNIQ-10 A Bk /N @i X7 & . W H Omega AH]l; AN HRHE
(Amp) ¥ B Invitrogen 2\ A].
1.4 35|¥89igit

HRIE Genbank A% 1) PBoV-NP1 2 H ¥ %), FlH DNAStar fil Primer 5. 0 #4478 H AR SFF 5 43 1—
SRS Y. EWESIH PBoV-F: 5-AAGGACATCTCCGAAAC-3", Fiif514¥ PBoV-R: 5-ATGAAT-
GCCAGTGAAA-3", Hiit¥ 38 F Bt K/NR 257 bp. 519 549 TR CRi%E) A |l A AL
1.5 f&RJE{K DNA #32F0 PCR # 1

¢ TaKaRa 20 R (K% ) (1455 75 56 PR 21 32 BOGU 00 & Ui B 5, DU I 7% B2 B0 3 DNAL LRI DNA FE
o MR, HEAF PCR 88, 454 95 °C 5 mins 94 °C 30 5,56 C 30 5,72 °C 60 s, 3£ 40 MFH; 72 C
FEAH 10 min. PCR AT 10 g/ 1 B lis i 556 g L DK ks ).
1.6 #HBMIKE

466 BE TS PBoVCQRC-1 WY FE R4 DNA JRE B . JFEfT 10 565 LR B, 20 BiI4E N PCR

WRHATH .
1.7 #HRHEARK

HHHEE PPV, PRRSV,PCV2 LK PboV MR, IAIEEZIT5 #3317 PCR ¥ 3.
1.8 ESHIKARE

Xt 7 3 ATH PBoV BHMERE & 2 7y PboV BHMERE & S AN 3 ¥k, 561y i 10 3 A2 4.
1.9 FIEME&N

F2 UL B A3 65843 PCR BHME =W i A7 S0 b, IR 4R BUTTRL % 52289 TR R 7 BR 2 w1 77 LS IE PCR
fy Al EEPE . A3 Bl 44 CQRC 1-7.
1.10 &R HE) PCR #

9 1 VFARIZ PCR J7 76 I PR b iR DU S8CR . %of o P b DX 7 T8 ML v A A AT 1 Az

2 # B

2.1 PBoV-NP1 &5 EF Y PCR ¥ 1&
A PCR ¥4 PBoV-NP1 #4FEH , /15 T R/ANAN 257 bp WIEE M B B, S5 A B R/
— A D.
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1. PCR ¥ 37" #); 1~6. Product of PCR; M. 2X10° DNA Marker.
B 1 %iEEmE NP EE PCR =Y BKER

2.2 PCR AFEHMHRMIAE

S 5E BT #E A7 A9 PCR K J5 35 M9 4% S vk, % A CSFV., PPV, PRRSV. PCV2 F5 #f # # J PBoV1
(SX),PBoV2(]JS) , PBoV3(ZID) , PBoVA (6 V) E N Xf BB #k . 76 [ PCR B 5 1 F #EAT 9 3%, 45 &
7%, PBoV(CQRC-1),PBoV1(SX),PBoV2(JS) ,PBoV3(ZJD) ,PBoV4 (6 V) REDY 14 Hi K /N2 h 257 bp Y H
M B (B 2) s i s B A 3 R B (B 3) , R BZ PCR 7 4% S MR 4047 . I REAS IU 5 4 Fh W7 2
80 19 O

1 2 3 4 5 M

2000 bp
1 000 bp
750 bp
500 bp
250 bp
100 bp

1.PBoV CQRC1 #k; 2.CSFV XJRBE#Hk; 3. PPV XfRR 1.PBoV CQRC1 #k; 2.CSFV XJEB&E#k; 3. PPV XfE&

FR; 4. PRRSV XEEEHK; 5. PCV2 XTHREH; Fk; 4. PRRSV XEEEM; 5. PCV2 XTHEE
M. DNA #8353 F R EFRE 6.7K; M. DNA #Xf 9 FREFRAE
FiEiHR 1 FigiR 2

B2 #iE+FHENPIERSSETERE

2.3 PCR FiEHE KR

466 EE 145 PBoVCQRC-1 A3 41 DNA Fi ¥ B4 58 ng/pl, ¥ PBoV ARIK AT 10 £545 Lk
B B, He L A PCR 7 kAT A, 45 5 /R 1% PCR 7 i B9 UM F5e IR T 3k 58 pe/pL (] 3).
2.4 PCRAFEMEE MR

Xt 7 Uy BHAERE & B 7 0y BAPERE S R AR 3 R, KA R — 2, R H 0 PCR &I ik B A
B3 i) o A
2.5 PCR FEMAE &R

A5 7 #k PBoV(CQRC 1-7) NP1 #8435 H 7 BP9 . 28 Blast 4387, 7 BeJ¥ 515 NCBI A4 i) PBoV-
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NP1 50 IR LE 97. 3% LA b, FE40B6AE T 3% PCR J7¥: 00 il S5, iE 52 7 76 5 P8 X 5% BF b AR 78 3% 1
IR A RS, TR AR P UGIE B R T RO B NP1 B PR SF .
2.6 lR#mAE) PCR &M

T PEARZ PCR 7 2 7 6 PR R 1 04 G 00 a8 2R, % 5 DG Ml DX 1) 266 493 9 I ¥ AR A EAT TR, A
PBoV FHYEREASA 45 By, BHPER: %K 16. 9%,

M 1 2 3 4 5 6 7 8

2000 bp

1000 bp
750 bp
500 bp
250 bp

100 bp

2—8. fEHR BRI R 100,101 ,1072,10%,10 *,107°,10C.

B3 HEiE+rRE NP ERGREEY KK

34 #

BT ORF2 4ty VP HE ¥4 532 . H A8 R 88 70 40 O 4 FpOEAY . 4 Fb T R 5E 5 77 78R 5 %
Ye. HAETATHGE Y PCR ik #8 2 3T VPINVP2 3L H &5 9 @57 1, A5 78 PBoV-NP1 £ 5F X 3 1%
Xt S, AL T REAE K I £ Bl IE 7Y PBoV B PCR J5 i, 1% PCR K J5 1 X3 5% 50 0% 75 . % 0P
W5 BB LA AR A/ EE LR R BR O B HEAT AN, 3 T8 88 )R . X PBoV1, PBoV2, PBoV3,
PBoV4 FEATAGIN , ¥IREY 34 H A F Be s 1% 07 1% PBoV Al LG I 2 5 e )% ol 58 pg/pl; FEXFBH VKL
AT Z W BRI, R B XYY . 5 Genbank 24 A 1Y %% 1 05 3 NP1 ¥ 41 [a] I8 4 78
97.3% LA I, A EE R,

AR YA 55 T A 7 PCR 7 5%t 85 J b X & I I 7% 64T PBoV R, HEAG I 1M v BE AR 266 4y, BHE
FEAS A5 {7y, PR R 16. 996, B YR 7E F DR Ml DX B v G 0 o 6 1 0 1 R IO A7 AE . X ST IR A ARl
b2 Bt 44 DR AF 5 7 6 [ A et R R v S5 AR B B M AL 1 3R (6. 706, 13/ 78) e Ry 0

FHATNIE, B EE HGE PBoV FAT A E K LIS, KE 5 B K XX PBoV 4 Ji 1715 B i AS 7 4.
1% PCR 746 NP1 ARSF X IR TH 514, Gekz I 2 A0 WAL PBoV, A PBoV Wy if— 25 AT F i A 42 it T
— TR A R PR A )
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Establishment of a PCR Assay Specifically for PBoV
Based on NP1 and Its Preliminary Application
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Abstract: According to the published PBoV nucleotide sequence in GenBank, we designed a pair of specific
primers in the conserved region of NP1 to establish a PCR method that can amplify a variety of PBoV sub-
types and tested its specificity, sensibility, repeatability and reliability. The results showed that the meth-
od had no cross reaction for classical swine fever virus, porcine parvovirus, porcine reproductive and re-
spiratory syndrome virus and porcine circovirus type II, indicating that its specificity is high. Its sensibility
was high, with 58 ng, and its repeatablity was good, as the results were consistent in 3 repeative tests. We
sequenced the positive products and the similarity with PBoV-NP1 published by GenBank was more than
97.3%, suggesting that the method was reliable. We applied the established method to test 266 pig serum
samples collected in Chongqing area in 2011. Forty-five samples were shown to contain PBoV, proving that
the infection of PBoV existed among fattening pigs in Chongqing area.
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