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J6 M 1 mol/L ) NaOH Z3 30 min, FJH 3% MR AR AL 30 min, e JoRKIGYE 3~5 . SR )54 5
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it RACE 381% CsHRP 9 cDNA 21K} 795 bp, FFRBEAEN 297 bp, HUM W] 465 98 4> 2 HE 1R
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Cloning, Subcellular Localization and Expression
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Abstract: A hypoxia responsive gene, CsHRP , was cloned from the fruit abscission zone of sweet orange
[Citrus sinensis (1..) cv. Olinda] using RT-PCR and RACE. According to sequence analysis, CsHRP en-
coded a protein of 98 amino acid residues. Alignment of CsHRP genomic DNA sequences with cDNA
showed that the gene contained two introns. BLASTp analysis showed that CsHRP protein contained a
conserved hypoxia induced protein conserved region HIG_1_N, and shared 68% —81% amino acid identi-
ties with its homologous proteins from Theobroma cacao s Zea mays, Hevea brasiliensis and other species.
Subcellular localization revealed that CsHRP protein was localized in cell wall/cell membrane. Quantitative
real-time PCR results showed that the expression of CsHRP was higher in cotyledons than in leaves,
stems and roots. Under adverse conditions, CsHRP was induced by cold, salinity, PEG6000, abscisic acid
(ABA), ethylene (ET), methyl jasmonic acid (MeJA) and salicylic acid (SA), suggesting that this gene
may respond to multiple signal transductions.

Key words: Citrus; hypoxia-responsive gene; gene expression

REHE AR



BHERXFFHROAAAFZR http://xbbjb. swu. edu. cn % 38 %




