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P818,A84144,Belinda, ¥ 2 5, 7l 16 5, D15-11.D5011, SWU07.1LQ227), AT & B ¥ A =% (8
fy: MOY5,J154,MOY4,I1SY2,INY7a,J104,INY2,J134), B H i A= 48 4y, H g (SWUOD 5 H i
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1 CGN18439 CGN 1 Cultivar B. oleracea L. var. acephala

2 Market SWU 1 Cultivar B. oleracea L. var. acephala

3 k04-3 SWU 1 Cultivar B. oleracea L. var. acephala

4 k10-3 SWU 1 Cultivar B. oleracea L. var. acephala

5 k14-5 SWU 1 Cultivar B. oleracea L. var. acephala

6 K154-2-1 SWU 1 Cultivar B. oleracea L. var. acephala

7 k157 SWU 1 Cultivar B. oleracea L. var. acephala

8 BRA1143 IPK I Cultivar B. oleracea L. var. alboglabra Bailey
9 BRA1264 IPK 1 Cultivar B. oleracea L. var. alboglabra Bailey
10 BRA167 IPK 1 Cultivar B. oleracea L. var. alboglabra Bailey
11 CGN14032 CGN I Cultivar B. oleracea L. var. alboglabra Bailey
12 CGN14034 CGN 1 Cultivar B. oleracea L. var. alboglabra Bailey
13 CGN14044 CGN 1 Cultivar B. oleracea L. var. alboglabra Bailey
14 CGN17275 CGN I Cultivar B. oleracea L. var. alboglabra Bailey
15 Market SWU 1 Cultivar B. oleracea L. var. gemmifera DC.
16 CGN17244 CGN 1 Cultivar B. oleracea L. var. gongylodes L.
17 Market SWU I Cultivar B. oleracea L. var. gongylodes L.
18 BRA6631 IPK 1 Wild B. cretica Lam.

19 632-6014-82 UPM 1 Wild B. cretica Lam. ssp. laconica

20 636-6563-84 UPM I Wild B. incana Ten.

21 BRA1262 IPK 1 Wild B. incana Ten.

22 CGN18471 CGN 1 Wild B. incana Ten.

23 649-6801-85 UPM 1 Wild B. montana Pourr.

24 BRA101 IPK I Wild B. oleracea L. ssp. oleracea

25 BRA2851 1PK 11 Wild B. rupestris Rafin.

26 645-7347-86 UPM 11 Wild B. insularis Moris

27 K8934 IPK 11 Wild B. insularis Moris.

28 K10263 1PK 11 Wild B. willosa Biv.

29 668-6589-84 UPM 11 Wild B. willosa Biv. ssp. bivoniana
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- p Bk KAE/d

10 20 30
B. cretica Lam 0.75 £ 0. 04a 0.64 £ 0.08a 0
B. oleracea L. var. acephala 0.74 &= 0.11a 0.64 £ 0.16a 0
B. oleracea group Chinese Kale 0.72 £ 0.09a 0.52 £ 0. 14a 0
B. alboglabra 0.72 £ 0.09a 0.63 £ 0.11a 0
B. oleracea group Kohlrabi 0.59 £ 0.11ab 0.29 £ 0.21ab 0
B. incana Ten 0.53 4+ 0.05ab 0.40 + 0.09ab 0
B. bourgenaui 0.37 £ 0.06b 0.20 £ 0.12b 0

E: NEFRAFRZRZERAGIEE L, p<0.05.
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R 36.00% ; LIARKE T WA ARILFZ Ry 1 158 Sk, 4532 887 A, 45k 258 i, 4532 76. 6050, 455K
RN 29.00%. VUH W RS b REAS, Fo g B AR W AR B H W A SR IR AR . SR E R G
B (p=0.99). ARHEH WA REARK] 5, 250 R IBER T FABER 109 H 855 H 0 B = 2 38 45 50 R L4 2
SEGIEE X (p=0.23), {FEFEH &AM S8 H s b, HEAHEE 5 K8934 %38 1 3% Al 4%
(148, 60%0) s H W Al 3 5 Rk B 1 2 AL H A b, K154-2-1 F CGN14044 19 45 52 3 8 & (73. 50,
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#3 HERBXSREHEGFRERD

EIRE % Al M AL 2 e e gE| EE  gE| EIEHR/ N L5/ 0
1 CGN18439 31 2 29 94 6. 90
2 Market 27 0 21 78 0. 00
3 k04-3 39 0 39 100 0. 00
4 k10-3 40 6 37 93 16. 22
5 k14-5 29 1 6 21 16.67
6 K154-2-1 147 86 117 80 73.50
7 k157 101 11 78 77 14. 10
8 BRA1143 93 3 74 80 4. 05
9 BRA1264 54 7 29 54 24. 14
10 BRA167 59 0 43 73 0. 00
11 CGN14032 31 1 30 97 3.33
12 CGN14034 34 2 29 85 6. 90
13 CGN14044 199 111 149 75 74.50
14 CGN17275 189 25 131 69 19. 08
15 Market 25 1 20 80 5. 00
16 CGN17244 24 1 20 83 5. 00
17 Market 36 1 35 97 2. 86
18 BRA6631 94 0 72 77 0. 00
19 632-6014-82 24 6 21 88 28.57
20 636-6563-84 34 3 32 94 9. 38
21 BRA1262 102 0 91 89 0. 00
22 CGN18471 31 2 28 90 7.14
23 649-6801-85 27 0 26 96 0. 00
24 BRA101 20 0 14 70 0. 00
25 BRA2851 32 0 25 78 0. 00
26 645-7347-86 38 0 16 42 0. 00
27 K8934 153 159 107 70 148. 60
28 K10263 19 0 19 100 0. 00
29 668-6589-84 30 0 26 87 0. 00
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Crossability Between Brassica napus and B. oleracea

LI Qin-fei', QIAN Wei’, HE Ya-jun®

1. College of Horticulture and Landscape Architecture, Southwest University , Chongqing 400716 , China ;
2. College of Agronomy and Biotechnology s Southwest University , Chongging 400716, China

Abstract: Brassica napus was originated from interspecific hybridization between B. oleracea and B. ra-
pa s followed by chromosome doubling. Comparing with parental species B. oleracea, the genetic basis of
B. napus is narrower. Introgressing genetic component of B. oleracea is an important strategy to broaden
genetic basis of B. napus. However, reproductive isolation was observed between B. napus and B. olera-
ca. In order to test the crossability between B. napus and B. oleracea, 29 accessions from various of B.
oleracea were crossed with one line of B. napus (Zhongshuang 9), while four type of B. napus, including
12 natural, 8 resynthesized, 48 new-typed B. napus with the introgression of B. oleracea and 95 DH lines
derived from a hybrid between natural and resynthesized B. napus were employed to cross with one line of
B. oleracea (SWUO01). A few seeds was obtained in the crosses between Zhongshuang 9 with 29 B. olera-
cea (with an average of 36.00%) and between four types of B. napus with B. oleracea (with 10.90% on
average) , except for the cross between Zhongshuang 9 and a wild B. oleracea (K8934), 148.60% on av-
erage. It indicated that it is possible to select B. oleracea accession with high crossability with B. napus.

Key words: B. napus; B. oleracea; Compatibility; Fertilization barrier

REHE AR



BHERXFFHROAAAFZR http://xbbjb. swu. edu. cn % 38 %




