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Abstract: Polyadenylation is a critical cellular process that forms mature mRNAs in eukaryotic cells. The
prediction of its sites is of an important reference value for the discovery of encoding genes in the genome
sequence. At present, no effective gene prediction methods for microsporidian genomes are available.
Here, we studied microsporidia genomes and, according to the preference of gene expression of the spe-
cies, proposed a method to predict and analyze poly(A) sites of microsporidium. First, we employed the
K-gram nucleotide acid pattern, position weight matrix and increment of diversity to form the initial fea-
tures. Then we used PCA to reduce the dimension of the initial feature space. Finally, a classification mod-
el integrating SVM classifiers was built to predict poly(A) sites. By the proposed algorithm, we achieved a
specificity (S,) of 87.33% and an accuracy (ACC) of 85.14% in the specific dataset. This method also
gave an ideal result in the prediction of the poly(A) sites in the microsporidium genome.

Key words: poly (A) signal (polyadenylation signal); Nosema bombycis; positional weight matrix; ma-

chine learning
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