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HWE:. 2B AL FBRADHBGRBRAN KRS EZADFHRBATAEL. A REIA, WEH LW
EURE,. 2 FAMFER, AR ERFIH R RE, HEANS RBBE S BN 2] RBRAAXBAR. 3 30 # 4%
BHMe BRI >R, AREARGE 2N S ERE, FHAASTELG, MEBK, FTHAEL. T

B, A7 HEN, WHRE, REAFZFTELRG P E, SRR, kFamh, kb, Rwd, FRF
. EREFBRAMB. A #HB-NBME(ESBLARZ AR 54 T4, A B A ESBL KMATH .
H £ %09 ESBL @t 25 K B A blarew.

X 8 W: XKBHA; 2B L5 T; PCR; ShM A HKE; ) #% - Ntk

hESES: S855.1 XHEARERD: A NXEHS: 1673 -9868(2018)05 - 0023 — 07

BRI FF B (Avian colibacillosis) 2 & BOW M KA AT B 5|8 i — Bl 4l 178 PR AZ et 2 e FR
%%ﬂ?i%ﬂ@éﬁﬁ‘@%mﬁzém L2 SR MO . SRS B R B 0L IR R TR
IR AR I AR R R AR Y, 2 R BUR SRR AISE TR, 45 8l s K
5’7‘{5"?)5( XF T2 14 1 455 308 SR IO )R SRR S I BT T 25, (L0 T 24 W 00 T 0 fe T A T 24 T AR
AN B S BRI 4 S PRI ok ST 24 TR bk B £ TR, Rk I A R i R E UL 7
}\MK?EET)LJJ_FW 1 M R 5 LB A I 25 5y R BOAR T R, AR R I WF ST A 3, )3 B — P Tk i gk 1A
KAEWHFT RN T AR BRI, X IR D AR RR A8 7 A= M) 1% B — P BENK I (Extended spectrum
beta-lactamases, ESBLs), ESBLs GBS /K B -NEEREEPLA R, fenl e kW &=, 2T ERHHE X g -
P T JHe 285 24 it 24 1) 32 B D PR L ARG 43 B T R AR XY 3 8 43 R K M T TR AR SN IR I O 0 o D
17755, Mg 1T HX Z R0 259 i U . il 7 ESBL JEP, 1 1% 80 3 B0 MR 1 FT T Y
MR T A,

1 #MBEFE
1.1 JEHIHA

2016 4F 12 H o BRI A7 XE RROK &k K AT BR 2~ "l XS 3 B T 017 S RESESE TR, lig
RGP ZERE . R W BAAEL . ok (i R 2SR, A mT WLEE L R O, TR SR AE A

O WHHEWH. 2017-05-10
HGTH . P AR 55 %L R 4 W B H (XDIK2017D034) 5 [ 5 5 5 RF 57 & R %1% Bh 35 3 (2013CB12720) 5 K
ikl 2 B A BHE A1HT L 008 B3 H (este2015shmszx80033).
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IR . R DERE - RIS, AT XX R R0 8 H R SR AT T e B R R
JE A B S5
1.2 HR5REHY

B CY U . AR L T TR A TR A Al g D A L 22 BRILIEAR B R Ak . MH R R 3R B A B
R A P iR A B A w4 R R 40 DNA #2300 &0 A R AR A Ak B (b 5O A FRA F] . 100 bp
ladder,2 X Taq Master Mix I H AL EE N EYRI B AR A A, 2 HIREEES R ERTHRITEN LE
v & A B A w L.
1.3 HEMHSBLES

FETCWE AT K EF AR ITIUIFREIENS I s . BT 0 L BB Bl B AE R RS . 2 PR RE A 21
FJE 2 R 2D T LB P . BT M 22 BRI Al 37 CCHE 5% 18 h Ja AR AR B A . 2% [R Y (A WL 4%
0 DAY A B e o R
1.4 XBB#F&E phoA EER PCR § 18

PRIOF AL 1 B BV FP T LB WA R 3L, 37 °C 220 r/min 538 6 h. % Hu Wk mK
AT o 4 S 1 phoA FER A Be 9. 514 S0 58 3K (L) S50 A BRAS 7l A5 . $RBOGE R4 )5 PCR 471
phoA I BB, RN . 94 CHZASE 5 min; 94 CASPE 15 s, 58 ‘CiBk 15 s, 72 CHEAH 30 s, 25 ME
s 72 ‘CHEAH 6 min. PCR ¥ 38 7= 4 2% e 1 3% (i) 52 5 A B2 0L U e
1.5 BRI

¥ 2 RS BEAL Ty 22 20, BR2H 2 . RR 4y o E RO 65 35 SR 00 4 B TR T R 2 mL (TR A 8 X 109
CFU), 3t 21 41, X RAIHEAR 2 mL PBS. MLECHEXS 1 K s AL TG O, BB EIAS ST XS I 047 40 B8 43 .
1.6 %R

25 E B SR TR A AR 15 Rl AT AR B A AL S E A, 20 T 37 CHEFR 24 h R 48 h 5 WA AL R .
1.7 ZYHRHERRE

LA 5 [ i A RS 46 28 o o P 2 1) 245 ) ORI O 1 LA R AT T (AT CC25922) S B i bk, 455
T U BE 9 A K T TR A3 S R RO A MIH A, 25 800 W TP AR 3R T, 37 CH5 3R 16~18 h, Tl & 411 1 1l
HAZ.
1.8 ESBL it 25 £ & #94 U

PCR " #4> B kb 19 8 A ESBL 3£ bla TEM ,6laCTX-M" ,blaSHV™ ,blaOXA-2"" ,blaOX A-
10" ,6la VEB™ ,blaPER"™ F blaGES"™ , FiT4" 3 5 BLK BE 430 931 bp.868 bp,909 bp,914 bp,478
bp,720 bp,927 bp 1 864 bp. 514 H de kL ( 1) 5 5 A FR 2 A & L.

2 # B

2.1 AESBERER

168 FUOWMAC I, R . B, B P AL 2r B ) 21 BRANTA. 4 PCR %E ., FTA 0B MY 1t 720 bp
) phoA JEH 5 BL (Bl . &7, PCR =W AT BRIT 91 5 phoA B AT BRIF HIAHIE], GE B934 19 Be ol
phoA FEH R BE. 7822 BRYLF AR LI R R MG R . dh G ST PR L0 A pi 78 . 4 % IR0 5 B A% mT 0L 40 7
R AT AR 25 FQ PR R B DR, BT 40 B85 B AR 25 R K 1A
2.2 HBEEBBMEIRE

AYESHY 21 BRIE AN BERD 2 RS, 10 HXS 24 h NFETZ, 12 HXS 48 h BT, 15 HXg 72 h 3BT, 5
HXGRIET. JETMIASTE 6 h N, RIET-AIXS T REMR AR 5 d B aE AT A . TG XS 347t B0 B8 1) K FF R s
FRRE IR AL A2 . AR R R . RERSE AR L LR A DRAERS R L B Bl B AS E REEiE S
T A0 R — BCAY 0 R R . T AR PBS (1% 5 R 2 4 X VA AT AT A L 7 S A AN BE 40 B 40
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M 1 2 3 4 5 o 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

1 500 bp

1 000 bp
800 bp
600 bp
400 bp
300 bp

720 bp

100 bp

M: 100 bp ladder; 1~21: IR 5: B B bk phoA FEH b Bt
1 RS BHR KT EFREEE phoA PCR Y EER

2.3 EURABER

AR E ST R RIIGR D, T s W iz gh CERUABR . BERIIM 2R . SR, IRE.
AR INALEE . ORME, —SCRAREREAI IR R . M AR . L ALEERAME s BR T 2 BRI, HOR TR MR RE
R T 0 A AR A REA T B I & . AN ER . A RERREL . R, MklE. Mg, A 1 &
20 T E 08 1) TN 46 25 AE .

Fx1 XBEHEGERSBERELREER

WO w5
K W
1 2 3 4 5 6 7 & 9 10 11 12 13 14 15 16 17 18 19 20 21

P 6 1 Bl + + + + + + + 4+ + + 4+ ++ + + + + + + + +
B R + 4+ + 4+ + o+
5 A + 4+ + + ++++ o+
P + I+ O+ DODDF OO
R D+ OPDODODDDBDD® OB+ -+ D+ D+
T + O+ D+ DODDDD+ D+ O+ D+ A
A + O+ +DDD+ +++ DD+ +++++DF
T + + + + + 4+ + +F + + o+
Bl - - - - - = = = = === = - - -
AR - - - - - - - - - - - - - — —
WamRE - - - - - - -
GHELEN - - - - - - = - = = = === ==

B - - - - - = - = = = = = ===
F s - - - - - = - = - = === ===
MeHEy - - - - = = = = = = = = = = = = = = 4+ = =

+ B — Bl @ PRIFR.
2.4 HHRARER

AT EG I SE T o> B AR XS 30 R HU 254 RO BURE. R 2 T, TR RN R R G HAEmNE, 2
JrHT L PR R AT R R 2, X PR AR R AU 8000 ~ 99 06 Y B RR T BT 5P AR SR B B M S R
M2, ) Sk AUORER | kAR . SkIBABIE . AR R AU 500~ 79N B E AR X RN TP A TP A L IR
R ECRPUAR, ShAREmy  BUOREE . LR, SRR, X LI PR S B BRI E i s T R L 7
A BANEIE | WM I 2 25 W) e VU B0 28 AT ol R K T 25 B0 P I Sk AR R L AR L SR
S 2449 B 588 ) B 30 B g 4 2R X A A UK.
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K2 KEHERERSBEHRAHKIRER

oW oA W HOZE b = ES

L/ EES 2%k S T fit 25 R R/ % T/ % fiit 25/ %
SRS HH R >21 16~20 <15 5(23.8) 0 16(76.2)
Rinvb i >23 17~22 <16 0 5(23.8) 16(76.2)
HARU R >16 13~15 <12 6(28.6) 7(33.3) 8(38.1)
R >17 13~16 <12 6(28.6) 2(9.5) 13(61.9)
HRHREL HEEG >15 <14 0 0 21(100)
£l NN =17 14~16 <13 0 9(42.9) 12(57. 1D
i 555 7 Ak >17 14~16 <13 2(9.5) 0 19(90. 5)
JAMEERK 3 70 18E Wy >18 15~17 <14 0 10(47.6) 11(52. 4)
AR =18 15~17 <14 11(52.4) 4(19.0) 6(28.6)
D LEiTN =18 15~17 <14 1(4.8) 13(61.9) 7(33.3)
S 7t e itk >23 20~22 <19 0 11(52. 4) 10(47.6)
3 76 WR >21 16~20 <15 17(81. 0) 0 4(19.0)
o 76t >23 20~22 <19 17(81.0) 0 4(19.0)
I fu v 5 =26 23~25 <22 5(23.8) 7(33.3) 9(42.9)

3 7 At 0 =18 15~17 <14 20(95.2) 1(4.8) 0

BR3P R 2 il >21 18~20 <17 16(76.2) 3(14.3) 2(9.5)
SR HEH R =15 12~14 <11 10(47. 6) 2(9.5) 9(42.9)
R % >18 14~17 <13 2(9.5) 0 19(90. 5)
KREH =15 13~14 <12 16(76.2) 0 5(23.8)

TP/ Na i >17 15~16 <14 21(100) 0 0

ZHEER =15 15~16 <14 19(90. 5) 2(9.5) 0
B i 2 F 4 % I >17 13~16 <12 0 0 21(100)
I Hi W =16 11~15 <10 0 0 21(100)
UE NS (7S >15 12~14 <11 0 0 21(100)
WNER =14 11~13 <10 1(4.8) 16(76.2) 4(19.0)
e AHER >18 13~17 12< 2(9.5) 0 19(90. 5)
BRI H >22 19~21 <18 7(33.3) 0 14(66.7)
RIFPIEE 2 FARES >23 14~11 <13 0 9(42.9) 12(57. D
Bl 7 25 R >23 14~22 <13 13(62.0) 4(19.0) 4(19.0)
BERKZE N ER =17 15~16 <4 0 0 21(100)

2.5 ESBLREREFVLEEER

LA 5 ] 1 R R S5 95 28 B o PIp 23 R W A1 T ESBIL 8 A (1% 0 228 VA Tk 30, 3 2 ) 0 (N T ke XoF Sk 7
flumg | Sk AOmE G L Sk A il A R il g A REUBCRE B0 WT AT, BT R RS 0T B S ESBLs, IR %, Sk
A 9 BRI — £ BE/” ESBLs.

RTTHES FARKF% W ESBL 408, ¥738 17 8 4~ ESBL KK A bla rem » blacrxw » blasiy »
bla oxaz sbla oxaro sblaves sblapex M bla ces. FTA BAR BIHEH blarpv HE K (B 2) 5 1 AT AR IE 547 bla oxaqo &
KL 3) i #k 19 ESBL 5 AL blarpu + blaoxae s B W R bla crxn s blasiy s bla oxas » blaves s
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blaper Fl blacesFE . K5 & 2 Hf 1~7 kI8 1 500 bp A2 A47 # Za VI #1 5 M7 . 220 S AR 45 5 1 4k i
M 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

1 500 bp

200 - e Teowewegweowew - P
500 bp

300 bp

100 bp

M: 100 bp ladder; 1~21: Ifi R385 Bk T bla rev 5 B A I
2 Ilﬁﬁiﬁ%—ﬁm blangﬁiﬂU

M 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

1 500 bp

1 000 bp
720 bp

500 bp

300 bp
200 bp

100 bp

M: 100 bp ladder; 1~21. PCR il il PR 43 B B AR T bla oxaio 3 A .
& 3 “ﬁﬁﬁ%ﬁq: blaox/\—logjfﬁﬂu

3 i

A A 030 3oL 2 O G S L S TR S L A AR IR R B 4 I U R e MR 43 B 1 21
TS S A T T R SR SOk S T 35 1 ) — AR P S ) 0 MR 9 LA AN I 0 2 A S o R
T 335 1 4 S S T ) 9 e

0 25 0 0 SV 2 1 5 P T 200 AT 14 05 1 07 A A R R R R S A KR . eI 2
(R 56 1R 0 T 24 T 7 6 800 DA 0 LR 5 3 o M | PR R R B B A 33 4 AT, Tt
247 8 AL 3 3o 0 0 U 0 T A3 0 2 T A AR B AT 0 A 4 A BB T 25 7 4 £ o
T AN BT MR RS . AT 2R L AR T O AT S A L o B T 925 L (R e e
0T SR RE 65 43 15 B 48 JHT 2590 O T 25 5 bk 3 AT R Fh 3 RJSLIN RS . D 72 259088 I T 2 T B 285 2 T 4T
LT 25 s © AT FZE YRR 25 04 A I A T 25 5L 1, 0 TloR B DR 4 A 22 MR J8 % 24 11
TS 2505 P07 S A TR A7 T S T 2 9 floR L, TR ph T 900 B % [ R o W1 5 ) 3R ol 1y
21 bk 5 7 7 A T 2 4 e 2 6 T 2 60 DR (1 38 4. A0S 7 7 B AR L O PRI 254 . (R AR IR 10 4 S T B
A3 9K A7 A 4 7 T I 2 T 2 . R PR T R AT B 4 000 Aot BT 25 . L% 7 B 3 1 ke
24 TR i 25 3 DA 1 A 0 T .
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UE ARG PR 7= ESBL K AT B AS Wbl & BOF S BAF L FH a3, dm Xt B - B e bi A Bt 24 2 L
Frerh B - IERE . B P I M B 10 T i e U S 0T Ok R PR S M. K R TR R AR T TR A B SRR LAY
7= ESBL 405, %%t ESBL 7E AT B R 12 AEFE MG B0 AR 98 4508 1 43 50 1T R 1) 38 700 R0 S R A 445 538t
A 5 B T I AETE ESBL. I8 T —kk i TEM A+ OXA-10 4, HAB I Yy TEM. X387 ESBL K #F
PR 2 1% % 0H 5 10 P S5 B0 v K AT . K 7= ESBL K W #F B 19 J5 9 AT R 2 ESBL 3 P AR B 45 5 16 4%
BRIV 7 AT 1 428 R ) A% B0 o vl DAAR %5 5 1 A0 T R4 e

AR 5T 30 3ok X 12 3% B 00 R (140 T 4 1 S A AR 1) 2 ) BRI L 2B B T R SR B B M K
o FF T AT 285195 100, SRy SR 3 i — 20 SR BUER 5 1 e 9 45 2 BRI T 2 5 Ak .
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Isolation., Identification and Antimicrobial Resistance

Analysis of Chicken-Associated Pathogenic Escherichia coli

ZHOU Yao-qin. YOU Feng, GAO Tong,
FU Ya-hui, WANG Hao-ju, DING Hong-lei

Laboratory of Veterinary Lemology , Southwest University , Chongging 400715, China

Abstract: In order to provide reference for integrated disease prevention and control of hen farms, a re-
search was made to isolate and identify pathogens from a layer farm in Chongging. Pathological examina-
tion, bacterial and clonal morphological examination, molecular biological identification, biochemical tests
and animal regression test of 21 strains isolated from eight sick chickens on the farm showed that they
were all Escherichia coli strains. Susceptibility test of 30 antimicrobials showed that all the isolates were
multi-drug resistant. They were highly resistant to penicillin G, amoxicillin, kanamycin, sulfameter, tri-
methoprim-sulfamethoxazole, tetracycline, chloramphenicol and vancomycin, and fairly sensitive to cef-
operazone, ceftriaxone, ceftazidime, aztreonam, amikacin and tobramycin. The phenotype and genotype
analyses of the extended spectrum beta-lactamases (ESBLs) showed that the isolates were all ESBLs-pro-
ducing E. coli and the main ESBL resistant gene was bla tpy.

Key words: Escherichia coli; isolation and identification; PCR; antimicrobial susceptibility test; extended

spectrum beta-lactamase
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