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Analysis of the Feasibility of Applying Artemisia annua L. to
COVID-19 Based on Network Pharmacology Strategy
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Abstract: In order to analyze the feasibility of applying Artemisia annua L. to COVID-19, TCMSP and
Pubchem databases were used to obtain the chemical constituents of Artemisia annua L., and the active
components and targets were screened. The COVID-19-related targets were screened with GeneCards data-
base. The key targets, GO enrichment and KEGG enrichment of Artemisia annua 1.. were analyzed by u-
sing the software of Cytoscape 3.6.1 and STRING 11.0. The results showed that there were 19 active
components in Artemisia annua L., 13 targets intersected with COVID-19, and 7 core targets (IL6,
TNF, CCL2, IL1B, NOS2, TP53, CASP3) were identified. Among them, 12 active components could
act on NOS2, indicating that NOS2 should be considered as the main target. Go and KEGG enrichment a-
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nalysis showed that Artemisia annua L. could act on multiple targets of TNF/NOS2 signaling pathway to
reduce the lung inflammatory injury of COVID-19, which suggested that Artemisia annua 1. could be
used in treatment of COVID-19.

Key words: Artemisia annua 1. ; COVID-19; network pharmacology
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