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Abstract: In this paper, a TagMan real-time PCR method for identification of Panax ginseng was developed
with specific primers and probe designed from the 18S ribosomal RNA gene of P. ginseng. A total of 58

samples including 30 P. ginseng samples of various sources, 15 other Panax sp. samples and 13 samples
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having similar appearance with P. ginseng were tested with the probe and primers for Taq Manreal-time
PCR. Results showed that typical amplification curves could be obtained from all the 30 P. ginseng samples,
but not from other 28 samples and blankcontrol. Sensitivity of this method reached to 0. 03 pg/pL. The es-
tablished TagMan real-time PCR technique in this study enables rapid, accurate and sensitive identification of
P. ginseng ., which is suitable for the application for customs surveillance.
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RS-28 AB K P. ginseng TR LL-57 i 22 Talinum paniculatum WA M
RS-29 NS K P. ginseng O L JG-58 iz Platycodon grandiflorus TR=ZM
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KC593817.1|P.ginseng CRAATTACCCAATCCTGACACCGGGAGGTIAGTGACAATAA 480
AF107574.1|P.quinquefolius CRAAATTACCCAATCCTGACACCGGGAGGIAGTGACAATAA 460
AB088021.1|P.bipinnatifidus CRAAATTACCCAATCCTGACACCGGGAGGTIAGTGACAATAA 480
D84100.1|P.japonicus CRAATTACCCAATCCTGACACCGGGAGGTIAGTGACAATAA 480
AB027525.1|P.notoginseng CRAATTACCCAATCCTGACACCGGGAGGIAGTGACAATAA 479
AB088026.1|P.pseudoginseng CAAATTACCCAATCCTGACACCGGGAGGTAGTGACAATAA 479
Consensus caaattacccaatcctgacacggggaggtagtgacaataa
KC593817.1|P.ginseng ATAACAATACCGGGCT{e i T@A\GTCTGGTAATTGGRAATGA 520
AF107574.1|P.quinquefolius ATAACAATACCGGGCT®NeTEe A\GTCTGGTAATTGGRAATGA 500
AB088021.1|P.bipinnatifidus ATAACAATACCGGGCTO NI TE A\GTCTGGTAATTGGRAATGA 520
D84100.1|P.japonicus ATAACAATACCGGGCTOMITEA\GTCTGGTAATTGGAATGA 520
AB027525.1|P.notoginseng ATAACARATACCGGGCTONETEAGTCTGGTAATTGGRAATGA 519
AB088026.1|P.pseudoginseng ATAACAATACCGGGCTONOT[E A\GTCTGGTAATTGGAATGA 519
Consensus ataacaataccgggct a t agtctggtaattggaatga
KC593817.1|P.ginseng GTACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 560
AF107574.1|P.quinquefolius GTACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 540
AB088021.1|P.bipinnatifidus GTIACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 560
D84100.1|P.japonicus GTACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 560
AB027525.1|P.notoginseng GTIACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 559
AB088026.1|P.pseudoginseng GTACAATCTAAATCCCTTAACCAGGATCCATTGGACGGCA 559
Consensus gtacaatctaaatcccttaacgaggatccattggagggca
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