F45 %5 2 1 B K FF R CARAFR 202342 A
Vol. 45 No. 2 Journal of Southwest University (Natural Science Edition) Feb. 2023

DOI: 10. 13718/j. cnki. xdzk. 2023. 02. 011

ETWKAGEFR T B RRTT
53 17 | 25 B ¢ B 78 FE 1L I B 55

Do, @bk, Ehdk. BEE, R

i K2 ShPEBE, K R E 402460

HE. adMSHEFAEFERTTRBREREL(UOMEHFERRLSENG, Bdb ik PH 2552 HE
B(TCMSPYKEFBERFTER, BA, R, HE IR FPHY T L FTRRS AL AAXGEHERAE; AT UCHX
% 9% B AE B GeneCards, TTD A & OMIM & & i itk m¥e b; x5 rme s A LR BHER S, @i
STRING #k 3% & | Cytoscape R #EF F#4 &7 UCREMEMEAMEKF Hdm s & REFLh kBt
Bl s s ks F iR PEERS>ET Cytoscape_v3. 2. 1 M4 A KL ER R >—Fe S EZER G M LRB
ik Ao AR STRING EX M5 BmERBEREY GO A Hh T L3824 KEGGC E%F £ W
D, MEEFR R > —F 5-8% W%, jFiBit AutoDock Vina 3t F R o5 s e b3t /75 FrEkie, &
TERERRS Fo 5 -BIEWMEPH 40 NERRS, 35 % KEGG @R AR 16 M s s, > FHELERE T,
10 A& MRS 5 & G ¥e.5 MMPY,CAT ,PTGS2, MAPK3, MAPKS, AKT1,MAPKI14 #) % & % &4 42 F —7 kJ/mol, #
X ERRSL LR S FOLELKIT. AP FHEZERERS M@ T MMPY,CAT,PTGS2, MAPK 4 ¥ %
4 A T MAPK,IL-17, TNF.NF-«B % % ANz 5@ 8%, A& 2857 UC 94,
x 8 W: FRE; whBREmE; NAHEF,; 5T 48

HES S $855.99; R962 NEAREG: A :
X E 4 S: 1673 -9868(2023)02 - 0096 - 11 TR (R B AR 4 ARIR A (0S1D) - i

Study on the Potential Mechanism of Pingwei Powder in
Treating Ulcerative Colitis Based on Network Pharmacology

MA Qi, WENG Yujing, QIN Shiyuan, CAO Liting, BI Shicheng

College of Veterinary Medicine , Southwest University , Rongchang Chongqging 402460 , China

Abstract: To study the therapeutic effect and potential mechanism of Pingwei powder on ulcerative colitis
through network pharmacology. the information of main active compounds and their gene targets of Ping-
wei powder which included Atractylodes rhizome, Magnolia officinalis, Pericarpium Citri Reticulatae and
Glycyrrhiza uralensis was collected by searching the pharmacology database of traditional Chinese medicine
system (TCMSP). Based on Genecards, TTD and OMIM database, the targets of UC related diseases

were selected. The common potential targets of drugs and diseases were selected, and the interaction net-
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work of targets of Pingwei Powder was constructed by STRING database and Cytoscape software. At the
same time, the common potential target of drug and disease and the active compounds in Pingwei powder
were generated by Cytoscape, and the core nodes were screened. GO bioprocess enrichment and KEGG
pathway enrichment were used to construct a compound-target-pathway network of diseases and drug
cross-targets by using the String database. The software AutoDock was used to docking the active drug
molecules with the core target. There are 40 active components, 35 KEGG pathways and 16 core targets in
the active component-target-pathway network of Pingwei powder. The lowest binding energies of 10 active
compounds to the protein targets MMP9, CAT, PTGS2, MAPK3, MAPKS8, AKTI1 and MAPK14 were
less than —7 kJ/mol, which indicated that these active compounds had good bindings to the above target
proteins. The results showed that the main active compounds of Pingwei powder could inhibit the differen-
tiation of MAPK, 11.-17, TNF, NF-kB through the targets of MMP9, CAT, PTGS2 and MAPK.
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