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Abstract; High CDCAS expression has been found to have oncogenic effects in a variety of tumors. In this
study, we aimed to explore the expression characteristics of CDCA5 gene in pan-cancer through bioinfor-
matics methods. The expression of CDCA5 in tumor samples and paracancerous samples were obtained
from the Cancer Genome Atlas (TCGA) and the Genotype Tissue Expression (GTEX) databases. The
role of CDCAS5 in the pathogenesis of different tumors was explored from the aspects of gene expression,
survival analysis, gene variation and immune infiltration. The relationship between CDCA5 expression and
IC;, (Half inhibitory concentration) was analyzed by GSCA (Gene Set Cancer Analysis). Moreover, we
validated the gene using immunohistochemistry. The results show that CDCA5 highly expressed in most
of tumors examined in this study. Elevated expression of CDCA5 was closely associated with poor progno-
sis of patients with these types of tumors. There was a significant correlation between CDCA5 expression
and TIICs. Moreover, markers of TIICs exhibited distinct patterns of CDCA5 associated immune infiltra-
tion. CNV is thought to demonstrate a positive correlation with CDCAS5 expression. Conversely, methyla-
tion has a negative correlation with CDCA5 expression. IC;, data showed that multiple drugs could signifi-
cantly inhibited CDCA5 expression. Immunohistochemical experiments confirmed a cancer promoting role
of CDCAS in liver cancer and colon cancer, which can be used as a biomarker for cancer immunologic infil-
tration, and providing a new way of approach for cancer treatment.
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