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Abstract; The DELLA mutants improved crop yield by planting at high density, playing critical roles in
“Green Revolution”. Study on DELLA genes of soybean is expected to create varieties that are adapt to
dense planting to improve the yield of soybean. In this study, 232 DELLA genes are identified by pan-ge-
nomic analysis from 29 soybean germplasm resources, 19 of which appeared frameshift mutations and can-
not encode products with DELLA protein signatures. The results show that each germplasm resource con-
tains 8 DELLA genes, which are located on different chromosomes. The proteins of GmGAIls and
GmGAI2s have typical DELLA domains. While, the GmRGL2 proteins and GmRGLI1 proteins from chro-
mosome 10 were inconsistent with the DELLA, LExLE and TVHYNP motif of GmGAIls and GimGAI2s.
The GmRGLI1 proteins from chromosome 20 was defective in DELLA domain. The expression patterns
show that GmGAIls were expressed at a higher level in plant tissues and organs, may play a major role.
The preferential expression of GmGAI2s, GmRGL1s and GmRGL2s in developmental flowers, pods and
seeds, respectively, suggests that the DELLA genes function on the development of these tissues and or-
gans. In addition, the interacting protein of soybean DELILAs was predicted, which provides a target on
the downstream genes. Generally, these results are available for further clarifying the biological function
of DELLA genes in soybean.
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SoyL06, SoyL07, SoyL08, SoyL09, SoyWO01l, SoyW02, SoyW03, W05, ZH13. HH, SoyC Fn#K IR,
SoyL R/ T Fl, SoyWol, SoyWo02, SoyW03, W05 H¥f4: K G (Glycine soja Sieb. and Zucc. ). £ Phy-
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