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Application of the Microbial Index of Biotic Integrity(M-IBD) in
Urban River Health Monitoring
—A Case Study of the Mangxi River in Leshan City

YE Jiangyu, ZENG Xiaodi, LI Yunyi

College of Environment and Ecology s Chongging University s Chongging 400045 ., China

Abstract: The index of biotic integrity (IBD) is widely used in river ecosystem health evaluation. However,
microbial-based IBI evaluation methods remain limited, particularly in the context of urban rivers. We

screened and identified key environmental factors and biological parameters based on the microbial infor-
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mation obtained by Illumina high-throughput sequencing technology. Four indicators were selected to con-
struct the microbial index of biotic integrity (M-IBI) : the relative abundance of Proteobacteria, the relative
abundance of CODy, tolerant genera, the relative abundance of COD,, tolerant genera, and the relative
abundance of TP tolerant genera. M-IBI was subsequently applied to monitor the ecosystem health of the
Mangxi River in Leshan City. The results showed that the M - IBI scores of the seven investigated sites in
the Mangxi River ranged from 1. 819 to 3. 838 in wet and dry season, with the overall ecological health
status classified as “healthy to sub healthy”. The health status of the river during the dry season was
better than that in the wet season, the upper and lower reaches of the river exhibited better conditions than
the middle reaches. M-IBI can effectively differentiate river sections with different degrees of pollution and
monitor the health of the river in a more reasonable way. The results of this study can provide a reference
for the restoration and management of river ecosystems in southwestern towns.
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BARS
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