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On Main Protein Structure Analysis and Research
of Antigen Epitope of PRRSV
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Abstract: To analyze porcine reproductive and respiratory syndrome virus (PRRSV) protein structure
mainly GP2, GP3, GP4, and GP5, secondary structure and the possible existence of antigen epitope, stud-
ies have been done to lay the foundation for effective vaccine design; By landing NCBI, search term
“PRRSV JXA1” has been entered, and respectively, DNAMAN, BLAST software has been used to ana-
lyze the target protein primary structure, with the DTU CBS and SIB ExPASy server etc. Protein seconda-
ry structure has been analyzed; and then DNA Star software has been used for GP2—GP5 protein antigen
epitope and the homologous differences between different gene subtype analysis. It is concluded that,
(D theoretical isoelectric point of GP2—GP5 PI value is 10. 12, 8.42, 8.05, 8.41; PI value of GP2 is ob-
viously higher than that of GP3—GP5 (p<C0.05). There is no difference between GP3—GP5 (p>>0.05);
@ JXAT1 strains GP2, GP3, GP4, and GP5 protein from domestic seedlings is very close to each other, and
in North America and North America classical VR2332 strains and strain Resp-PRRSMILYV distance is rela-
tively far, which suggests that highly pathogenic PRRSV JXA1 strains separated from domestic most of
the strains are both belong to the American strain range; @) GP4 high protein and GP5 protein antigen in-
dex of the base sequence number, form the greatest risk of antigen epitope, is one of the important targets
for vaccine design. Conclusion, the highly pathogenic PRRSV JXA1 strains belong to American strains,
GP4 high protein and GP5 protein antigen index of the base sequence number, form the greatest risk of an-
tigen epitope, is one of the important targets for vaccine design.
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