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Abstract: The biosynthesis of plant secondary metabolites is closely related to plant hormones.
ABA hormones can significantly increase biosynthesis of disease resistance related plant second-
ary metabolite. This article presents the biosynthesis of ABA hormones, emphasis on the ABA
hormone regulating the plant growth and stress resistance, as well as the biosynthesis of sec-
ondary metabolites such as phenolic acids, flavonoids, terpenoids, and other plant disease re-

sistance related compounds, also look ahead to research prospects. The article deeply reviews
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the biosynthesis of ABA hormones and the molecular mechanisms of ABA involved in the
downstream regulation, which can optimize the secondary metabolic pathway with the develop-
ment and utilization of genetic engineering technology to improve the production of secondary
metabolites and enhance the plant disease resistance, and have broad application prospects in the
development of new drugs, industrial and agricultural production.
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2B HE TR FPP (MR SL AR . fanesyl diphosphate) , HZEA P15 G B ADSCERBE-4, 11-
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M A2 S 5 28 A0S 0 A . fE oK, R ECVRGAE ABA ME WS TPS6 S il 2 & i
BE DR e AR v 2R3 bk B MR O ABA Kb B X B R (Ajuga lobata D. Don) il 2 & i igk 1%
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