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Abstract: Tobacco viruses are important pathogens that significantly impact tobacco production,
often causing complex and severe diseases. This study utilized metagenomic sequencing and mo-
lecular detection techniques to analyze the diversity and harm characteristics of tobacco viruses
in Longyang District, Baoshan City, Yunnan Province, from 2022 to 2023. The results showed
that the virus damage to tobacco in 2022 was less severe compared to 2023. Six tobacco viruses
were identified as the main pathogens: Tobacco Mosaic Virus (TMV), Potato Virus Y (PVY),
Chilli Veinal Mottle Virus (ChiVMV), Tomato Spotted Wilt Virus (TSWV), Cucumber Mo-
saic Virus (CMV), and Tobacco Leaf Curl Virus (TLCV)., TMV was the dominant virus,
while the damage by PVY and ChiVMV increased significantly. Furthermore, some virus
strains exhibited distinct characteristics of regional differentiation. The findings provide impor-
tant insights into the viral epidemic mechanisms in tobacco plants in Baoshan, Yunnan, and of-
fer valuable data for effective control strategies.
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45 W38 i SOAPaligner, BWA SF AT, B 564 clean reads LU X 21 E R AL, LFRTE
FIFH, B XS RE S5 RO A . AT PR R AR A T B 3 4 2545 B Prokka T 9%
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S (CPY LM TE. 458 %0, TMV, PVY, CMV fil TSWV J& FEHFEM K. TMV-baos-
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2023 A, DR LLTIT AR R 5 FE A RNA I Py L AG I 2 7 AR W0 7 . A2 45 6 B O A
i TMV, PVY., TSWV, ChiVMV, CMV FI3jili PR ECHE i 8 (TZSV) . DA K 1 Fll = G4 40
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RRSV). 7B m K I, S E Y W58 (Potyvirus) . T B2 38 (Orthotos povirus) |
HH B AL 995 B2 J8 (Tobamovirus) WA= BE 4351k 62.88 %0, 11.91 % F1 3.91 % (&l 5).

A MEGAN ) SEED 888 28 x5 75 4 N £ 47 D RE O, B4 R o, 7e W e 40 H
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r ] A% R DX L BIARL IR B L MR RS e R 22 R K. S ECE BN R SRR R AR
77 A HEMH X DL TMV F PVY i, PR X TSWV Al TLCV, DL K 4F G & 4E (1)
ChiVMV. #F5¢ s, WM X £ & 4E TMV, CMV, 4 5 ith 805 8 (Tobacco Etch Virus.,
TEV) . PVY F1HH & ik 7 46 1% 2 (Tobacco Vein Banding Mosaic Virus, TVBMV), H# TMV
HARHFN, PR TER RN 26.86 %0 . HARYER 61.84 2% PVY (2 Y M 73R Bk 3 5E 16
ML S ZIACBE . BKIRFERIZEIRGE 4 R ALY R TSWV 48 2 20D, PR &R
AR SR . LA M Sw-5 BIPUHG T Al Al Tsw BB MO0 Ah g Ak . © BB Sw-5 Ptk
MRk TSWV-AST, DL R s il Tsw PLrEIF 5 i SR G4 BE R 43 B 4 YN532 . TLCV 4
BRI B b R RE R FE Ay O T2 G AR 3G AR ) L T 28 (R L B AR T B AN IR
A LTI 28 Q8 R ik T 9 70n 2 32 48 A=) R TV 28 Qb ok AS 0 000 334 B fieb K R 4% 0 14 R 34
A ChiVMV 23 B MR Y5 CP #8143 o0 T, 11 AN TIT = 280K . FhRE o> ML 5 27 5 Fh 2 00 8 38 A
S (E SRR AE B 0, 25 51| M X0 R4 B SR S O R AT

ABIE 538 195 F AR . PCR &A1 CP 41, #iE TMV, PVY., CMV F1 TSWV A4l
B BHAR X 0 B A M 2E, 2495 Ul, NTN-NW, IA F1 KC294570 Yunnan 43 55 4 A0 L fix
wL HEHR RS R R, TMV KRk . PVY SR KRS & EHE, TSWV il ChivMV
DB R R A BRI AR, CMV fa i, I TMV 5 5 oAbk % 18 & R .
Fi TMV 32 %08 o 35 il A% 3% . & 3 PVY, ChiVMV F1 CMV 542, 53X 5 B8 il 48 00F g
(Aphidius sp)ARPEENF L JFI PVY MEE LT, TSWV £ R EH H— MK 5E 1
IR, 2 5 E MR,

PFERAE L R RRPUE AL AR S EOR R R AT B BN R BT AL B T S B
TMV 7£ 3 JH RS & s WG TE PVY (19 & 5 5 R 15 48 205 A 3 0 38 6 R 0F i e o %
YIRS, R T S AR N, SRR TSWV B L. AR IR A IX 5 S HE s 2 4F
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A% e T2 B, b B ) B R FEBRAE L SRR L TEIVE /R A L B B Y 25 5 B S R
AR AL F R, W RS R R A B A @, A R W T ACE . B L AR
BRI URAT A AT R U S 4 R 5B s 4R A A AR A

R G B DR A G0 VA 9 2 0 i B A0 M L Al b R R AR T Y BT A AR e
B, CBCHRFR S W, H00 TR R BRI AT U 0 EE B R R AR R R 0 EE AL R A
LTI B BH XK SR A i b S E B 6 B O AN R . 4 B TMV, PVY, TSWV,
TLCV, ChiVMV 1 CMV, LI K7 e Ml 55 i K F 9 15 )8 RRSV. 788 I Fh K [, H25 R4
WAL SRR TN LR, S TEFERSM DR E Y WEEMN PVY Ml ChiVMV., F il 5 25
R EEJE I TSWV R TZSV, I I HR$T M A 50 0 18, I35 252 W 05 5 A 5 0 1P 2 ik vk

25 A8 PR LT R B DX RE i FE AN S 2R, o TMV R iR, PVY AT EUKIR
B, fEFERE. TSWV Al ChiVMV lZF & &4 BT & k& W ER k. CMV faF B,
TLCV AL Jmy b e 5 &, IF S & SRR RS A L Pl T i B v I o 2% 0 3 5% i 5 15
K.
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