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Molecular Mechanism of Huanglongbing Interfering with the Biological

Process of Leaf Senescence in Citrus sinensis

LI Ruimin, CHEN Ye, ZHOU Yan. SHAN Sijie

College of Life Sciences, Gannan Normal University , Ganzhou Jiangxi 341000, China

Abstract: The molecular mechanisms underlying the induction of leaf senescence in Citrus sinen-
sis by citrus Huanglongbing (HLLB) are not yet clear. In order to explore the expression pat-
terns of leal senescence-related genes in C. sinensis during Candidatus liberibacter infection,
this study used homology alignment methods to identify gene loci related to leaf senescence in
the genome of C. sinensis. By analyzing previously obtained transcriptome data, the expression
patterns of leal senescence-related genes of C. sinensis were determined, and an interaction net-

work of leaf senescence-related proteins was constructed to elucidate their intrinsic connections.
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The results showed that there were 108 leaf senescence-related gene loci in the genome of
C. sinensis ,» unevenly distributed on 9 chromosomes. Among them, 21 leal senescence-related
genes exhibited differential expression during Candidatus lLiberibacter infection, with 9 down-
regulated and 12 up-regulated. Gene set enrichment analysis revealed that differentially ex-
pressed genes were involved in stimulus response. The protein interaction network showed that
leaf senescence-related proteins in C. sinensis were involved in biological processes such as auto-
phagy and signal transduction. This study provides clues for further understanding the biological
functions of leal senescence-related genes in the interaction between citrus and Candidatus
Liberibacter.
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